
      
o
x
i
d
o
r
e
d
u
c
t
a
s
e
 
a
c
t
i
v
i
t
y
,
 
a
c
t
i
n
g
 
o
n
 
N
A
D
H
 
o
r
 
N
A
D
P
H
,
 
p
<
0
.
0
1

     
p
r
o
t
e
i
n
 
t
r
a
n
s
p
o
r
t
,
 
p
<
0
.
0
0
1

          
r
i
b
o
n
u
c
l
e
o
p
r
o
t
e
i
n
 
c
o
m
p
l
e
x
,
 
p
<
0
.
0
1

   
p
r
o
t
e
i
n
 
b
i
o
s
y
n
t
h
e
s
i
s
,
 
p
<
1
e
-
0
4

                                                                  
c
o
n
t
r
a
c
t
i
l
e
 
f
i
b
e
r
 
p
a
r
t
,
 
p
<
0
.
0
1

     
e
x
t
r
a
c
e
l
l
u
l
a
r
 
s
p
a
c
e
,
 
p
<
0
.
0
1

                   
G
T
P
a
s
e
 
r
e
g
u
l
a
t
o
r
 
a
c
t
i
v
i
t
y
,
 
p
<
0
.
0
0
1

                           
o
l
f
a
c
t
o
r
y
 
r
e
c
e
p
t
o
r
 
a
c
t
i
v
i
t
y
,
 
p
<
0
.
0
1

               6.055

-2.778 op
ti
mi
ze
d 
mo
ti
f

lo
ca
ti
on

MI
 (
bi
ts
)

z-
sc
or
e

ro
bu
st
ne
ss

po
si
ti
on
 b
ia
s

or
ie
nt
at
io
n 
bi
as

co
ns
er
va
ti
on
 i
nd
ex

se
ed

mo
ti
f 
na
me

0

1

2

b
it

s

1

G
C
A

2

G
C

3

C

4

G

5

G

6

A

7

A

8

G
C

9

T
C
A

5’ 0.028 25.7 10/10 - - 1.00 CCGGAAG Elk-1

0

1

2

b
it

s

1

G
C
A

2 3

C

4

G

5

T

6

G

7

A

8

C
A

9

5’ 0.014 8.9 10/10 Y 0.96 ACGTGAC Pax2

0

1

2

b
it

s

1 2

G
3

C
A

4

C
5

C
6

G
C

7

U
C

8

G
C

9

3’UTR 0.014 8.0 10/10 - 1.00 GACCCUC -

0

1

2

b
it

s

1

T
G
A

2

A
3

C
A

4

A
5

G
A

6
T

7
A

8

T
9

5’ 0.016 11.0 10/10 Y - 1.00 AAAATAT -

0

1

2

b
it

s

1

T
C

2

C
A

3

T

4

C
5

G
6

C
7

G
A

8

T
C
A

9

T
G
A

5’ 0.015 9.9 8/10 - - 0.96 CTCGCGA -

0

1

2

b
it

s

1 2

T
C

3

A

4

T

5

G
A

6

C

7

G

8

C

9

5’ 0.015 9.6 9/10 - - 1.00 CATGCGC -

0

1

2

b
it

s

1 2

A

3

C

4

G

5

A

6

C

7

T
C

8

G
C
A

9

G
C
A

5’ 0.015 9.3 10/10 - 0.49 ACGACCG -

0

1

2

b
it

s

1

T
G
A

2

T

3

G

4

G
A

5

C

6

G

7

C
A

8

A

9

5’ 0.014 8.1 8/10 - 0.30 TGACGCA CREB

0

1

2

b
it

s

1

T
G
A

2

T
C

3

G

4

G

5

T
C

6

C

7

G

8

A

9

G
C
A

5’ 0.013 7.4 6/10 - - 0.92 CGGCCGA -

0

1

2

b
it

s

1

T
G
A

2

G

3

G
A

4

A

5

C

6

G

7

T

8

C

9

5’ 0.013 6.9 9/10 - 0.03 GAACGTC bZIP910

0

1

2

b
it

s

1 2

T
A

3

G
C

4

C

5

G

6

T

7

T

8

C

9

5’ 0.013 7.1 7/10 - - 0.36 AGCGTTC -

0

1

2

b
it

s

1

T
G
C

2

T
C

3

T
G
A

4

A

5

C

6

G

7

T
G

8

A

9

5’ 0.013 6.8 7/10 - 0.93 CGACGGA -

0

1

2

b
it

s

1 2

C

3

U
G

4

U
G
C

5

G
C

6

U

7

G

8

U

9

U
G
C

3’UTR 0.013 6.9 7/10 - 0.85 CUGCUGU -

1

ov
er

-r
ep

re
se

nt
at

io
n

0

un
de

r-
re

pr
es

en
ta

tio
n


