structural constituent of cuticle, p<1e-07 structural constituent of cuticle, p<1e-12 unfolded protein binding, p<1e-04 structural molecule activity, p<0.01 generation of precursor metabolites and energy, p<0.001 cellular biosynthesis, p<0.01 energy derivation by oxidation of organic compounds, p<0.01 cytoplasmic part, p<0.01

6.828

-6.465 optimized motif location

MI (bits) z-score robustness position bias orientation bias conservation index seedmotif name

3’UTR 0.021 16.7 10/10 - 1.00 UCCCCCA -

5’ 0.014 8.4 7/10 - 0.98 AGAGAAA -

20

over-representation under-representation