structural constituent of ribosome, p<1e-07 structural constituent of ribosome, p<0.01 translation elongation factor activity, p<0.01 cellular biosynthesis, p<1e-04 ribonucleoprotein complex, p<0.01

RNA processing, p<0.01 oxidoreductase activity, p<0.01 phosphate transport, p<1e-04 phosphate transport, p<1e-07

7.438

-4.157 optimized motif location

MI (bits) z-score robustness position bias orientation bias conservation index seedmotif name

3’UTR 0.019 13.9 10/10 - 1.00 UUCCCCU -

5’ 0.019 13.3 10/10 Y - 1.00 TCTTATC -

5’ 0.018 12.0 10/10 - - 1.00 AACGCGC -

3’UTR 0.017 10.9 10/10 Y 1.00 UUGUUAU -

5’ 0.014 8.0 10/10 - 0.80 CAGCGAA -

5’ 0.014 7.7 6/10 - - 0.99 CACTCCG -

5’ 0.013 7.1 6/10 - 0.83 ACAGCGT -

20

over-representation

-20

under-representation