structural constituent of cuticle, p<1e-13 structural constituent of cuticle, p<0.01 gastrulation (sensu Protostomia), p<0.01

DNA metabolism, p<0.001

5.611

-6.367 optimized motif location

MI (bits) z-score robustness position bias orientation bias conservation index seedmotif name

5’ 0.020 12.9 10/10 Y - 1.00 CTTATCA -

3’UTR 0.017 10.1 10/10 - 1.00 CUCCCCC cel-let-7/miR-48/miR-58/miR-84/miR-241/miR-265

5’ 0.017 9.4 10/10 - - 0.99 CGAGACC -

1

over-representation under-representation