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0. 025 128.0 10/10 Y << 0.99 AMAUAAA - -

0. 008 42.6 10/10 - <> 0.95 TACATAC - -

0. 006 31.1 10/10 - <> 0.75 CCCTACC - -

0. 005 26.7 10/10 Y < 0.94 ACAGGIG SNAI _1 -

0. 004 22.3 10/10 - < 0.57 AAGITTG DVMD 9, PIE_1 -

0.003 14.5 10/10 Y —  0.99 CTGATAA NHR 216, NHR 1_NHR 10 _NHR 101 NHR 17_NHR 40_NHR 47 _NHR 68, PQW 1

0.003 14.1 9/10 - < 0.98 TACGIGA XBP_1 -

0.003 11.2 6/10 - - 0.53 CCTGGTA - -

0.014 70.7 10/10 Y <> 1.00 uuucccc - -

0.012 65.2 10/10 - <> 1.00 AATCGAT CEH 28, CEH-28, CEH 38 ... -

0.011 56.2 10/10 - < 0.99 CTGCGIC PIE_1 -

0. 005 23.8 10/10 Y & 0.71 TTTCCCC EFL_1.3, EFL-1_EFL_1.2, EFL-1 ... -

0. 003 13.3 9/10 - — 1.00 ACGACAC - -

0.003  15.7 10/10 - & 0.98 TCCACGA PIE_1, HLH 28_HLH 29 -

0. 002 8.7 6/10 - - 0.36  GGTAACC PIE_1 -




