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sodium ion transport
voltage-gated potassium channel activity
potassium ion transport
cell aging
Rho protein signal transduction
negative regulation of progression through cell cycle
antioxidant activity
NADH dehydrogenase activity
energy derivation by oxidation of organic compounds
glycolysis
alcohol catabolic process
fatty acid metabolic process
cofactor biosynthetic process
amino acid metabolic process
serine-type endopeptidase activity
cell-cell adhesion
copper ion binding
microtubule organizing center
nucleotide metabolic process
tumor necrosis factor receptor binding
ER to Golgi vesicle-mediated transport
phosphoinositide-mediated signaling
mitotic cell cycle
DNA replication
DNA repair
chromatin assembly
chromosome organization and biogenesis
ATP-dependent helicase activity
ubiquitin-dependent protein catabolic process
mRNA processing
nucleotidyltransferase activity
methyltransferase activity
protein folding
chromatin modification
sterol biosynthetic process
response to virus
regulation of cell proliferation
phospholipase A2 inhibitor activity
positive regulation of cell proliferation
negative regulation of apoptosis
cell motility
antigen processing and presentation
I-kappaB kinase/NF-kappaB cascade
hematopoietin/IFN (D200-d) cytokine receptor activity
inflammatory response
lysosome
cell migration
induction of apoptosis
angiogenesis
actin cytoskeleton
actin binding
Wnt receptor signaling pathway
platelet-derived growth factor receptor activity
transmembrane receptor protein tyrosine kinase activity
vascular endothelial growth factor receptor activity
insulin-like growth factor binding
anion transport
proteinaceous extracellular matrix
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